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<400> 1 

ccattccaaa caagtcagga aagcctgcac aggactggat aaataattaa gaacagagtg 60 
ttctgaacat caacacaaag tggaagaacc ttaagctgaa ggtacagtat attatttaca 120 
ctgaaggggc ttgtgtgtgg acaagaaagc gctgacagct caaatggatc ccatggaact 180 
gagaaatgtc aacatcgaac cagatgatga gagcagcagt ggagaaagtg ctccagatag 240 
ctacatcagg ataggaaatt cagaaaaggc agcaatgagc agtcaatttg ctaatgaaga 3 00 
cactgaaagt cagaaattcc tgacaaatgg atttttgggg aaaaagaagc tggcagatta 360 
tgctgatgaa caccatcccg gaaccacttc ctttggaatg tcttcattta acctgagtaa 420 
tgccatcatg ggcagtggga tcctgggctt gtcctatgcc atggcctaca caggggtcat 480 
actttttata atcatgctgc ttgctgtggc aatattatca ctgtattcag ttcacctttt 54 0 
attaaaaaca gccaaggaag gagggtcttt gatttatgaa aaattaggag aaaaggcatt 60 0 
tggatggccg ggaaaaattg gagcttttgt ttccattaca atgcagaaca ttggagcaat 660 
gtcaagctac ctctttatca ttaaatatga actacctgaa gtaatcagag cattcatggg 72 0 
acttgaagaa aatactggag aatggtacct caatggcaac tacctcatca tatttgtgtc 780 
tgttggaatt attcttccac tttcgctcct taaaaattta ggttatcttg gctataccag 840 
tggattttct cttacctgca tggtgttttt tgttagtgtg gtgatttaca agaaattcca 900 
aataccctgc cctctacctg ttttggatca cagtgttgga aatctgtcat tcaacaacac 960 
gcttccaatg catgtggtaa tgttacccaa caactctgag agttctgatg tgaacttcat 102 0 
gatggattac acccaccgca atcctgcagg gctggatgag aaccaggcca agggctctct 1080 
tcatgacagt ggagtagaat atgaagctca tagtgatgac aagtgtgaac ccaaatactt 114 0 
tgtattcaac tcccggacgg cctatgcaat tcctatccta gtatttgctt ttgtatgcca 1200 
ccctgaggtc cttcccatct acagtgaact taaagatcgg tcccggagaa aaatgcaaac 1260 
ggtgtcaaat atttccatca cggggatgct tgtcatgtac ctgcttgccg ccctctttgg 132 0 
ttacctaacc ttctatggag aagttgaaga tgaattactt catgcctaca gcaaagtgta 13 80 
tacattagac atccctcttc tcatggttcg cctggcagtc cttgtggcag taacacaaac 144 0 
tgtgcccatt gtcctcttcc caattcgtac atcagtgatc acactgttat ttcccaaacg 1500 
acccttcagc tggatacgac atttcctgat tgcagctgtg cttattgcac ttaataatgt 1560 
tctggtcatc cttgtgccaa ctataaaata catcttcgga ttcatagggg cttcttctgc 162 0 
cactatgctg atttttattc ttccagcagt tttttatctt aaacttgtca agaaagaaac 1680 
ttttaggtca ccccaaaagg tcggggcttt aattttcctt gtggttggaa tattcttcat 1740 
gattggaagc atggcactca ttataattga ctggatttat gatcctccaa attccaagca 1800 
tcactaacac aaggaaaaat ac 1822 
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agcttagcaa tatggatcaa gaggtccaat acctgattaa taaaagtttc aggagtaaac 60 
aaaggggaag aaatagtttt tttaaatagt agaacttttt ttatttttag aaaatgtgtc 120 
ttctatagaa gaaagacaag ccttttgatt gggccgtctg catgctgagt atgatgaatt 180 
ttaaaagcga ctcacatcta gtcacgtcgt gatgaaagga taaggataaa aattctgaaa 24 0 
tcctcagaaa accatcgata aattatctat aaagaaataa gagccagact catcaataga 3 00 
agctagaaga gagaagtttc ttcaatattc tgaaggaaaa tgcttctgaa tctagaattc 3 60 
aaacaattaa caaagtttga aggcaaaata aagaattttc caacatgaag caactcagaa 42 0 
attctattta cagacatagg ctcattgtgt gaaaaaagtt attcaaggca ttattttagc 4 80 
ataatgcaaa ataaactgaa gaaagaagat agaatgccgt tcaagaaact agcagctgag 540 
caagactcag aggttggagg aggaagccat tcagaatgag aaagagcata gaaaatttgc 600 
tttcaaagtt ttggtaatat agaattatat ttcacttatt atgtagtcaa atacaccact 660 
ttgtctttag ggcatactat ttatacagtg ataatactgt aattgctgct tattggtttt 720 
ccatgtttag aaacaaccta caggcaagtt atgacacttg tttcacagaa caagatgaaa 780 
atattatgat tctcaaattg taaaagtatt ttattaacta aaataattag gagtgtagga 84 0 
gaaggaagga aagaaagaaa aagtatgcta atgtccttat tttttatggg taaccagtct 900 
aaaatcagta aaccaagtca aaaaagcttt agtgaattat tcagatctag aatggctaac 960 
tttaagtaac aagctaaaaa cagaaaccgt caatagtggt tgctgctggg aagtgagact 102 0 
ggtactgtgt gaagaatgag gaaaaccttt gtactcattt agtgagtttc tttttttttt 1080 
cttttaccca tatgcatgtc ttacttctat tctctcttag cttttaacct gcttcttttc 1140 
atcttttatg tatatacatt taggctgcct tatattaata atagtttcat ttttgttcct 1200 
cctgcttaaa acactgtgtg ctattttttt aaattctgag aactgctttc tttatttcta 1260 
gacaattctc tgccattatc tctttctgtt ttgtctcacc ctagtctcac aattctctat 1320 
attggaatga ctatcagtgt atatttgaac ttgtaattct tattttttcc ccattcctct 1380 
taacttctta tttgtatttt tcttttttta atctcttcat gctataattt gagtgatttc 1440 
cacagatctg tctttcaatt ttataagtct tccttcagct gagttttttt aaatttcaat 1500 
gattctattt ttttcttttt tttaagaatt cctttttttg actctttttg caacagcctg 1560 
ttctcctttt atattccttt ataatgtttt tattctgtga aagttattct cttattttga 1620 
atgttttctt tcaaaatgtc tttcttttta ttaatttaat gtaaaagtcc cttttaaatt 1680 
gctttgttat ttgtagttcc ttagatgtga attttatcat ttcttgtgcc tactggcact 1740 
cttgctagtg agtttccatg tgtgttctat atgttttgta atttgaggat gtgaactttt 1800 
ctcaagtgtg agttgccttt caaaaaagta ctgccatggc actgggttgt ggaggtattc 186 0 



